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The purpose of this meeting is to highlight
exciting new opportunities in the discovery of
small molecule drug candidates, including the
following: e Novel targets for small molecules,
including disruption of protein-protein interactions,
allosteric modulation of receptors and enzymes
and direct interactions with transcription factors;

e Enabling technologies for the discovery of

new small molecule leads, including diversity-
oriented screening, fragment screening and affinity
screening; ® The most successful structure-based
design approaches to the optimization of leads.

A focus of the conference will be successful
applications structure-based design in the
discovery of therapeutics for the treatment of HCV
infection (protease inhibitors) and cancer (protein
kinase inhibitors). A session comprising first-time
disclosures of Phase 2 clinical candidates will
illustrate successful applications of structure-based
design in drug discovery.
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e Candidate Attrition in the Pharmaceutical
Industry (Joint)

e Small Molecules: Modeling and Properties
(Joint)

DEADLINES:

Abstract & Scholarship: December 21, 2009
Late-Breaking Abstract: January 20, 2010
Early Registration: February 23, 2010

www.keystonesymposia.org/10Z8

KEYSTONE # SYMPOSIA

on Molecular and Cellular Biology

Accelerating Life Science Discovery

PO Box 1630 e Silverthorne, CO 80498 ¢ USA

www.keystonesymposia.org * 1-800-253-0685 ¢ 1-970-262-1230




